Sequence Listing 

<110> SAG AW A, Hiroaki et al . 

<120> PROCESS FOR PRODUCING CYTOTOXIC LYMPHOCYTE 

<130> 1422-0644PUS1 

<140> US 10/509,055 

<141> 2004-09-24 

<150> PCT/JP03/03575 

<151> 2003-03-25 

<160> 24 

<170> Patent-In 3.3 

<210> 1 

<211> 87 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named III-8 

<400> 1 



Pro 


Thr 


Asp 


Leu Arg 


Phe 


Thr 


Asn 


He 


Gly 


Pro 


Asp 


Thr 


Met 


Arg 


1 








5 










10 










15 


Val 


Thr 


Trp 


Ala 


Pro 


Pro 


Pro 


Ser 


He 


Asp 


Leu 


Thr 


Asn 


Phe 


Leu 










20 










25 










30 


Val 


Arg 


Tyr 


Ser 


Pro 


Val 


Lys 


Asn 


Glu 


Glu 


Asp 


Val 


Ala 


Glu 


Leu 










35 










40 










45 


Ser 


He 


Ser 


Pro 


Ser 


Asp 


Asn 


Ala 


Val 


Val 


Leu 


Thr 


Asn 


Leu 


Leu 










50 










55 










60 


Pro 


Gly 


Thr 


Glu 


Tyr 


Val 


Val 


Ser 


Val 


Ser 


Ser 


Val 


Tyr 


Glu 


Gin 










65 










70 










75 


His 


Glu 


Ser 


Thr 


Pro 


Leu 


Arg 


Gly Arg 


Gin 


Lys 


Thr 
















80 










85 













<210> 2 
<211> 90 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named III-9 
<400> 2 



Gly Leu Asp 


Ser 


Pro 


Thr 


Gly 


He 


Asp 


Phe Ser Asp 


He Thr 


Ala 


1 




5 










10 




15 


Asn Ser Phe 


Thr 


Val 


His 


Trp 


lie 


Ala 


Pro Arg Ala 


Thr He 


Thr 






20 










25 




30 


Gly Tyr Arg 


He 


Arg 


His 


His 


Pro 


Glu 


His Phe Ser 


Gly Arg 


Pro 






35 










40 




45 


Arg Glu Asp 


Arg 


Val 


Pro 


His 


Ser 


Arg 


Asn Ser He 


Thr Leu 


Thr 






50 










55 




60 



• 



Asn Leu Thr Pro Gly Thr Glu Tyr Val Val Ser He Val Ala Leu 
65 70 75 

Asn Gly Arg Glu Glu Ser Pro Leu Leu He Gly Gin Gin Ser Thr 
80 85 90 

<210> 3 
<211> 94 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named 111-10 
<400> 3 



Val 


Ser 


Asp 


Val 


Pro 


Arg 


Asp 


Leu Glu 


Val 


Val 


Ala 


Ala 


Thr 


Pro 


1 








5 








10 










15 


Thr 


Ser 


Leu 


Leu 


He 


Ser 


Trp Asp Ala 


Pro 


Ala 


Val 


Thr 


Val 


Arg 










20 








25 










30 


Tyr 


Tyr 


Arg 


He 


Thr 


Tyr 


Gly 


Glu Thr 


Gly 


Gly 


Asn 


Ser 


Pro 


Val 










35 








40 










45 


Gin 


Glu 


Phe 


Thr 


Val 


Pro 


Gly 


Ser Lys 


Ser 


Thr 


Ala 


Thr 


He 


Ser 










50 








55 










60 


Gly Leu 


Lys 


Pro 


Gly 


Val 


Asp 


Tyr Thr 


He 


Thr 


Val 


Tyr 


Ala 


Val 










65 








70 










75 


Thr 


Gly 


Arg 


Gly 


Asp 


Ser 


Pro 


Ala Ser 


Ser 


Lys 


Pro 


He 


Ser 


He 










80 








85 










90 


Asn 


Tyr 


Arg 


Thr 























<210> 4 
<211> 92 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named 111-12 
<400> 4 



Ala 


He 


Pro 


Ala 


Pro 


Thr 


Asp 


Leu 


Lys 


Phe 


Thr 


Gin 


Val 


Thr 


Pro 


1 








5 










10 










15 


Thr 


Ser 


Leu 


Ser 


Ala 
20 


Gin 


Trp 


Thr 


Pro 


Pro 
25 


Asn 


Val 


Gin 


Leu 


Thr 
30 


Gly 


Tyr 


Arg 


Val 


Arg 
35 


Val 


Thr 


Pro 


Lys 


Glu 
40 


Lys 


Thr 


Gly 


Pro 


Met 
45 


Lys 


Glu 


He 


Asn 


Leu 
50 


Ala 


Pro 


Asp 


Ser 


Ser 
55 


Ser 


Val 


Val 


Val 


Ser 
60 


Gly 


Leu 


Met 


Val 


Ala 
65 


Thr 


Lys 


Tyr 


Glu 


Val 
70 


Ser 


Val 


Tyr 


Ala 


Leu 
75 


Lys 


Asp 


Thr 


Leu 


Thr 
80 


Ser 


Arg 


Pro 


Ala 


Gin 
85 


Gly 


Val 


Val 


Thr 


Thr 
90 



Leu Glu 



<210> 5 
<211> 89 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> partial region of fibronectin named 111-13 
<400> 5 



Asn 


Val 


Ser 


Pro 


Pro 


Arg 


Arg 


Ala 


Arg 


Val 


Thr 


Asp 


Ala 


Thr 


Glu 


1 








5 










i n 










1 0 


Thr 


Thr 


He 


Thr 


He 


Ser 


Trp Arg 


Thr 


Lys 


Thr 


Glu 


Thr 


lie 


Thr 










20 










25 










30 


Gly 


Phe 


Gin 


Val 


Asp 
35 


Ala 


Val 


Pro 


Ala 


Asn 
40 


Gly 


Gin 


Thr 


Pro 


He 
45 


Gin 


Arg 


Thr 


He 


Lys 
50 


Pro 


Asp 


Val 


Arg 


Ser 
55 


Tyr 


Thr 


He 


Thr 


Gly 
60 


Leu 


Gin 


Pro 


Gly Thr 


Asp 


Tyr 


Lys 


He 


Tyr 


Leu 


Tyr 


Thr 


Leu 


Asn 










65 










70 










75 


Asp 


Asn 


Ala 


Arg 


Ser 
80 


Ser 


Pro 


Val 


Val 


He 
85 


Asp 


Ala 


Ser 


Thr 





<210> 6 
<211> 90 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named 111-14 
<400> 6 



Ala 


He 


Asp 


Ala 


Pro 


Ser 


Asn 


Leu Arg 


Phe 


Leu 


Ala 


Thr 


Thr 


Pro 


1 








5 








10 










15 


Asn 


Ser 


Leu 


Leu 


Val 
20 


Ser 


Trp 


Gin Pro 


Pro 
25 


Arg 


Ala 


Arg 


He 


Thr 
30 


Gly 


Tyr 


He 


He 


Lys 


Tyr 


Glu 


Lys Pro 


Gly 


Ser 


Pro 


Pro Arg 


Glu 










35 








40 










45 


Val 


Val 


Pro Arg 


Pro 


Arg 


Pro 


Gly Val 


Thr 


Glu 


Ala 


Thr 


He 


Thr 










50 








55 










60 


Gly 


Leu 


Glu 


Pro 


Gly 
65 


Thr 


Glu 


Tyr Thr 


He 
70 


Tyr 


Val 


He 


Ala 


Leu 
75 


Lys 


Asn 


Asn 


Gin 


Lys 
80 


Ser 


Glu 


Pro Leu 


He 
85 


Gly 


Arg 


Lys 


Lys 


Thr 
90 



<210> 7 
<211> 25 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> partial region of fibronectin named CS-1 
<400> 7 

Asp Glu Leu Pro Gin Leu Val Thr Leu Pro His Pro Asn Leu His 
15 10 15 

Gly Pro Glu He Leu Asp Val Pro Ser Thr 
20 25 



<210> 8 
<211> 274 
<212> PRT 




<213> Human 
<220> 

<223> fibronectin fragment named C-274 
<400> 8 



Pro 


Thr 


Asp 


Leu 


Ar g 


Phe 


Thr 


Asn 


He 


Gly 


Pro 


Asp 


Thr 


Met 


A TCT 


1 








5 










10 










1 S 

X «J 


Val 


Thr 


TrD 


Ala 


Pro 


Pro 


Pro 


Ser 


He 


Asp 


Leu 


Thr 


Asn 


Phe 


Leu 










20 










25 










O \J 


Val 


Ar g 


T vr 


Ser 


Pro 


Val 


Lys 


Asn 


Glu 


Glu Asp Val 


Ala 


Glu 


Leu 










35 










40 










*3 O 


Ser 


He 


Ser 


Pro 


Ser 


Asp 


Asn 


Ala 


Val 


Val 


Leu 


Thr 


Asn 


Leu 


T.pn 
i-lC Li 










50 










55 










fiO 

U \J 


Pro 


Gly 


Thr 


Glu 


Tvr 


Val 


Val 


Ser 


Val 


Ser 


Ser 


Val 


Tyr 


Glu 


Gin 










65 










70 










75 


His 


Glu 


Ser 


Thr 


Pro 


Leu 


Ar g 


Glv 


Arg 


Gin 


Lys 


Thr 


Gly 


Leu 


Asp 










80 










85 










90 


Ser 


Pro 


Thr 


Gly 


He 


Asp 


Phe 


Ser 




He 


Thr 


Ala 


Asn 


Ser 


Phe 










95 










100 










105 


Thr 


Val 


His 


Trn 


He 


Ala 


Pro 


Arg 


Ala 


Thr 


He 


Thr 


Gly 


Tyr 


Arg 










110 

J. X V 










115 










120 


lie 


Ar g 


His 


His 


Pro 


Glu 


His 


Phe 


OCX 


Gly Arg 


Pro Arg 


Glu 


Asp 










1 O c: 

-L Z. w» 










130 










135 


Ar g 


v d x 




Hi 
nio 


OCX 


A rrr 
nj. y 


r\j 11 


^ <^ T 
OCX 


Tip 

lie 


Thr 


Leu 


Thr 


Asn 


Leu 


Thr 




















145 










150 


Pro 
t x \j 


o x y 


Th r 




i yr 


v a. X 


V cl X 




Tip 
X X C 


Val 


Ala 


Leu 


Asn 


Gly Arg 










1 JJ 










160 










165 


C) n 


ft"! n 


Q y 


Pro 


Leu 


Leu 


Tip 
X X c 


biy 


m n 

oJLIl 


Gin 


Ser 


Thr 


Val 


Ser 


Asp 










1 / u 










175 










180 


Val 


Pro 


Ar g 


no 


XjC Li 




v a x 


val 




Ala 


Thr 


Pro 


Thr 


Ser 


Leu 










185 










190 










195 


Leu 


He 


Ser 


Trp 


Asp 


Ala 


Pro 


Ala 


Val 


Thr 


Val 


Arg 


Tyr 


Tyr 


Arg 










200 










205 










210 


He 


Thr 


Tyr 


Gly 


Glu 


Thr 


Gly 


Gly 


Asn 


Ser 


Pro 


Val 


Gin 


Glu 


Phe 










215 










220 










225 


Thr 


Val 


Pro 


Gly 


Ser 


Lys 


Ser 


Thr 


Ala 


Thr 


He 


Ser 


Gly 


Leu 


Lys 










230 










235 










240 


Pro 


Gly 


Val 


Asp 


Tyr 


Thr 


He 


Thr 


Val 


Tyr Ala 


Val 


Thr 


Gly Arg 










245 










250 










255 


Gly 


Asp 


Ser 


Pro 


Ala 


Ser 


Ser 


Lys 


Pro 


He 


Ser 


He 


Asn 


Tyr 


Arg 










260 










265 










270 


Thr 


Glu 


He 


Asp 

























<210> 9 
<211> 271 
<212> PRT 
<213> Human 

<220> 

<223> fibronectin fragment named H-271 
<400> 9 

Ala He Pro Ala Pro Thr Asp Leu Lys Phe Thr Gin Val Thr Pro 
15 10 15 

Thr Ser Leu Ser Ala Gin Trp Thr Pro Pro Asn Val Gin Leu Thr 










20 










? S 










^0 


Glv Tvr 


Arg 


Val 


Arg 


Val 


Thr 


Pro 


Lys 


Glu 


Lys 


Thr 


Gly 


Pro 


Met 








35 










40 










4 S 


Lys Glu 


lie 


Asn 


Leu 


Ala 


Pro Asp 


Ser 


Ser 


Ser 


Val 


Val 


Val 


Ser 


















SS 










60 


Glv Leu 


Met 


Val 


Ala 


Thr 


Lys 


Tyr 


O 1 LI 


Val 
v a x 


OCX 


Val 

vax 


T\/r 


AT a 


T.an 
JjCU 








65 










70 










7 S 


Lvs Asr> 


Thr 


Leu 


Thr 


Ser 


Arg 


Pro 


Ala 


Gin 




Val 


Val 


Thr 


Th r 

X i t X 








80 










85 










90 


Leu Glu 


Asn 


Val 


Ser 


Pro 


Pro Arg 


Arg 


Ala 


Arg 


Val 


Thr 


Asp 


Ala 








95 










100 










105 


Thr Glu 


Thr 


Thr 


lie 


Thr 


Tie 


C p> r 


Tro 


Arg 


Thr 


Lys 


Thr 


Glu 


Thr 








110 










lis 

X X J 










1 ?0 

1 Z. V 


lie Thr 


Gly 


Phe 


Gin 


Val 




A] a 


Val 


Prn 
ciu 


Ala 


Asn Gly 


Gin 


Thr 








1 ? S 










1 ^0 

1 JU 










1 ^s 


Pro lie 


Gin 


Ar g 


Thr 


He 


T.\7 ^ 


Pro 




val 


A y~ n 


Ser 


Tyr 


Thr 

1 111 


x x t; 








140 










1 4 S 

It J 










1 SO 

X J u 


Thr Gly 


Leu 


Gin 


Pro 


oiy 


Thr 


Asp 


i yr 


T .\/ Q 

jjy o 


11c 


Tyr 


Leu 


i yr 


Th r 
i ill 








i ss 

1 J J 










luu 










1 

l u J 


Leu Asn 


Asp 


Asn 


Ala 


Arg 


Ser 


Ser 


Pro 


Val 


Val 


He 


Asp 


Ala 


Ser 








1 7f) 

X f VJ 










i 7 s 

X / .J 










1 RO 
X o u 


Thr Ala 


lie 


Asp 


Ala 


Pro 


Ser 


Asn 


Leu 


Arg 


IT 11C 


Leu 


Ala 


Th r 

X 1 1 X 


Th r 

1 1 IX 








1 8 5 










190 










1 QS 

X Zf ■J 


Pro A^n 

-i. Vw/ xx oil 


Ser 


Leu 


Leu 


Val 


Ser 


Trp 


Gin 


Pro 


Pro 


Arg 


Ala 


Arg 


Tie 
iic 








200 










205 










910 

clU 


Thr Gly 


Tvr 
j 


lie 


lie 


Lys 


Tyr 


Glu 


Lys 


Pro 


Gly 


Ser 


Pro 


Pro 


Arg 








91 R 










220 










o o c 
ZZD 


Glu Val 


Val 


Pro 


Arg 


Pro 


Arg 


Pro 


Gly Val 


Thr 


Glu 


Ala 


Thr 


He 








230 










235 










240 


Thr Gly 


Leu 


Glu 


Pro 


Gly 


Thr 


Glu 


Tyr 


Thr 


He 


Tyr 


Val 


lie 


Ala 








245 










250 










255 


Leu Lys 


Asn 


Asn 


Gin 


Lys 


Ser 


Glu 


Pro 


Leu 


He 


Gly Arg 


Lys 


Lys 








260 










265 










270 



Thr 



<210> 10 
<211> 296 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named H-296 
<400> 10 



Ala He Pro 


Ala 


Pro 


Thr 


Asp 


Leu 


Lys 


Phe 


Thr 


Gin 


Val 


Thr 


Pro 


1 




5 










10 










15 


Thr Ser Leu 


Ser 


Ala 
20 


Gin 


Trp 


Thr 


Pro 


Pro 
25 


Asn 


Val 


Gin 


Leu 


Thr 
30 


Gly Tyr Arg 


Val 


Arg 
35 


Val 


Thr 


Pro 


Lys 


Glu 
40 


Lys 


Thr 


Gly 


Pro 


Met 
45 


Lys Glu lie 


Asn 


Leu 
50 


Ala 


Pro 


Asp 


Ser 


Ser 
55 


Ser 


Val 


Val 


Val 


Ser 
60 


Gly Leu Met 


Val 


Ala 
65 


Thr 


Lys 


Tyr 


Glu 


Val 
70 


Ser 


Val 


Tyr 


Ala 


Leu 
75 


Lys Asp Thr 


Leu 


Thr 
80 


Ser 


Arg 


Pro 


Ala 


Gin 
85 


Gly 


Val 


Val 


Thr 


Thr 
90 



# • 



Leu Glu 


Asn 


Val 


Ser 


Pro 


Pro Arg Arg 


Ala 


Arg 


Val 

V CL X 


Thr 

1 11 X 


Asp Ala 








9S 










1 on 

X \J \J 










1 OS 

-L \J *J 


Thr Glu 


Thr 


Thr 


lie 


Thr 


He 


Ser 


Trp 


Arg 


Thr 


uy o 


Thr 


pi ii 


Thr 

i nr 








1 1 0 

x x \j 










1 1 s 

X X «J 










1 90 

X £. \J 


lie Thr 


Gly 


Phe 


Gin 


Val 


Asp 


Ala 


Val 


Prn 


Al a 
n x a. 


Ben 
noil 


PI \7 

biy 


P 1 r» 

bin 


l nr 








1 7 S 










1 ?0 

X J u 










1 *3S 


Pro lie 




Arn 
ni y 


Th r 

1 ill 




Lys 


Pro 


Asp 


val 


ni. y 


Q p >- 

otr x 


Tvr 

i yr 


Th r 

1 11 X 


Tip 
lie 








140 










1 4 S 

X M *J 










1 SO 

1 Ju 


Thr Gly 


Leu 


Gin 


Pro 


Gly 


Thr Asp Tyr 


L v<3 


Tie 

X X c 


Tvr 
i yi 


J-J " u 


iyr 


Thr 
1 Ilx 








1 S S 

X .J <J 










1 60 

X U \J 










1 6S 

1 U J 


Leu Asn 


Asp 


Asn 


Ala 


Arg 


Coy- 
OCX 


Ser 


Pro 


Val 


Val 


He 


Asp 


A 1 a 
rll dL 


Cav- 
JC1 








X / 










1 7 S 

X / »J 










1 RO 

10U 


Thr Ala 


He 


nop 


AT a 

r\X a 


t X \J 


Ser 


Asn 


Leu 


.rii y 


sZ lie 


lie U 


Al a 
rix d 


Th v 
± Ilx 


Th -r 
1 Ilx 








1 8 S 










1 90 

X ^ VJ 










1 QS 

X ^ sj 


Pro Asn 


Ser 


Leu 


Leu 


Val 


Ser 


Trp 


Gin 


Prn 

X X \J 


Prn 


A rrr 


Al 3 
rax cl 


Arg 


Tip 

lie 








200 

c. \J \J 










?0 S 
c u j 










? 1 0 


Thr Gly 


Tvr 


He 


He 


Ly s 


Tyr 


Glu 


Lys 


Pro 


Gly 


Ser 


Prn 
t iy 


P y~ n 

IT X U 


rix y 








215 




















OOP 

Z Z J 


Glu Val 


Val 


Pro 


Arg 


Prn 


Arg 


Pro Gly 


v a x 


Th r 

1 1 1 X 


Pin 

O X Li 


Al a 

X d 


Th r 

1 11 X 


Tip 

lie 


















2 ^S 
^ J J 










o 4 n 
z 4 u 


Thr Gly 




pi n 

OX Li 


Prn 


PI V 

uiy 


Thr 


Glu 


Tyr 


Th r 

1 i IX 


Tip 
lie 


T \r r* 

iyr 


Va 1 
Val 


He 


Ala 








245 










250 












Xjc u, ijy o 


2\ c n 


Asn 


bin 


Ly s 


Ser 


Glu 


Pro 


Leu 


lie 


PI u 

biy 


Arg 


Lys 


Lys 








260 










265 










o t n 
Z / U 


Thr Asp 


Glu 


Leu 


Pro 


bin 


Leu 


Val 


Thr 


Leu 


Pro 


his 


Pro 


Asn 


Leu 








Z / D 




















zoo 


His Gly 


Pro 


Pin 


T 1 o 

i re 


Leu 


Asp 


Val 


Pro 


Ser 


i nr 
















290 










295 












<210> 11 


























<211> 549 


























<212> PRT 


























<213> Artificial Sequence 


















<220> 




























<223> fibronectin fragment named CH- 


-97 1 
z / 1 












<400> 11 


























Pro Thr 


Asp 


Leu 


Arg 


Phe 


Thr 


Asn 


He 


bi y 


Pro 


Asp 


i nr 


Met 


Arg 


1 






5 










i n 
1 u 










1 0 


Val Thr 


Trp 


Ala 


Pro 


Pro 


Pro 


Ser 


He 


Asp 


Leu 


Th r* 

i nr 


Asn 


rne 


Leu 








20 










Z D 










30 


Val Arg 


Tyr 


Ser 


Pro 


Val 


Lys 


Asn 


Glu 


PI n 




Vdl 


Ala 


Glu 


Leu 








35 










a n 
4 u 










45 


Ser He 


Ser 


Pro 


Ser 


Asp 


Asn 


Ala 


Val 


Va 1 
Va x 


Leu 


Th 

i nr 


Asn 


Leu 


Leu 








50 




















60 


Pro Gly 


Thr 


Glu 


Tyr 


Val 


Val 


Ser 


Val 


Cav- 


C. Q y- 

ocx 


Va 1 
Vdl 


T \t r 

iyr 


Glu 


Gin 








65 










T Pi 










75 


His Glu 


Ser 


Thr 


Pro 


Leu 


Arg 


Gly 


Arg 


PI n 

bin 


Lys 


Th v 

i nr 


PI u 

bi y 


Leu Asp 








80 










Q c 










90 


Ser Pro 


Thr 


Gly 


He 


Asp 


Phe 


Ser 


Asp 


He 


Thr 


Ala 


Asn 


Ser 


Phe 








95 










100 










105 


Thr Val 


His 


Trp 


He 


Ala 


Pro 


Arg 


Ala 


Thr 


He 


Thr 


Gly 


Tyr 


Arg 








110 










115 










120 


He Arg 


His 


His 


Pro 


Glu 


His 


Phe 


Ser 


Gly 


Arg 


Pro 


Arg 


Glu Asp 








125 










130 










135 



Arg Val Pro 
Pro Gly Thr 
Glu Glu Ser 
Val Pro Arg 
Leu lie Ser 
lie Thr Tyr 
Thr Val Pro 
Pro Gly Val 
Gly Asp Ser 
Thr Glu He 
Leu Lys Phe 
Thr Pro Pro 
Pro Lys Glu 
Asp Ser Ser 
Tyr Glu Val 
Pro Ala Gin 
Arg Arg Ala 
Ser Trp Arg 
Ala Val Pro 
Pro Asp Val 
Asp Tyr Lys 
Ser Pro Val 
Asn Leu Arg 
Trp Gin Pro 
Glu Lys Pro 
Pro Gly Val 
Glu Tyr Thr 
Glu Pro Leu 



His 


Ser 


Arg 




140 




Glu 


Tvr 
j 


Val 




-L ~J *J 




Pro 


Leu 


J-lC. Li 








Asp 


Leu 


Glu 




IRS 

1 O J 




Trn 
AI F 


Asp 


Ala 




C. \J \J 




uiy 


ulU 


Th r 
1 111 




215 




Gly 


Ser 


Lys 




9 70 




Son 


T \/ r- 

iyr 


Th r 
1 111 




9 a s 

£. *i ,J 




Pr a 
r L U 


nld 






9 60 




Asp 


Lys 


Pro 




9 7 s 




Th r 
l III. 


o-LIl 


Va 1 
val 




9 Q0 




Asn 


Val 


ftl n 




ju j 




iiy o 


Thr 


uiy 




790 




Ser 


Val 


Val 




7 7 R 

j j j 




c c> r 


Vdl 


iyr 




7 R0 




oiy 


vax 


Va 1 




"3 6 R 




Arg 


Val 


Th r 




JOv 




Th r 


T,\7C 

•uyo 


Th r 
i iii. 




OQC 

J y J 




Ala 


Sen 
no 11 


uiy 




/in 

fi 1 U 




Arg 


C or 
JCl 


Tyr 




/IOC 

4 Z 0 




Tip 
11c 


iyr 


Leu 




i4 a o 

fi 4i U 




v d x 


lie 


7\ 

Asp 




/ICC 

fi O 3 




irne 


Leu 


Ala 




/i i o 
fi / u 




riO 


Arg 


A1 a 




4 O D 




oiy 


C 0 v~ 


Pro 




r a a 

500 




Thr 


Glu 


Ala 




515 




He 


Tyr 


Val 




530 




He 


Gly 


Arg 




545 





Asn Ser He 
Val Ser He 
He Gly Gin 
Val Val Ala 
Pro Ala Val 
Gly Gly Asn 
Ser Thr Ala 
He Thr Val 
Ser Lys Pro 
Ser Met Ala 
Thr Pro Thr 
Leu Thr Gly 
Pro Met Lys 
Val Ser Gly 
Ala Leu Lys 
Thr Thr Leu 
Asp Ala Thr 
Glu Thr He 
Gin Thr Pro 
Thr He Thr 
Tyr Thr Leu 
Ala Ser Thr 
Thr Thr Pro 
Arg He Thr 
Pro Arg Glu 
Thr He Thr 
He Ala Leu 
Lys Lys Thr 



Thr Leu Thr 
145 

Val Ala Leu 
160 

Gin Ser Thr 
175 

Ala Thr Pro 
190 

Thr Val Arg 
205 

Ser Pro Val 
220 

Thr He Ser 
235 

Tyr Ala Val 
250 

He Ser He 
265 

He Pro Ala 
280 

Ser Leu Ser 
295 

Tyr Arg Val 
310 

Glu He Asn 
325 

Leu Met Val 
340 

Asp Thr Leu 
355 

Glu Asn Val 
370 

Glu Thr Thr 
385 

Thr Gly Phe 
400 

He Gin Arg 
415 

Gly Leu Gin 
430 

Asn Asp Asn 
445 

Ala He Asp 
460 

Asn Ser Leu 
475 

Gly Tyr He 
490 

Val Val Pro 
505 

Gly Leu Glu 
520 

Lys Asn Asn 
535 



Asn 


Leu 


i nr 






i so 

1 Ju 


A «i n 
nol l 


uiy 


A r n 






1 DO 


vax 


Car 

oer 


Asp 






i fio 
1 o u 


Thr 


9<= r 
oci 


T.oi i 

JJCU 






1 QC 
l3J 


Tvr 
i yi 


i yi 


A r rr 
m. y 






Z1U 


C\ n 

Olll 


ulu 


Pho 

IT 11 








\7 


Leu 


Lys 






9 a n 

Z H u 


Th r 
1 ill. 


uiy 


A vrr 

f\L y 






9cc 
0 D 


Sen 
Moll 


T \7 r* 

iyr 


A r*rr 
.riL y 






Z / u 


Pro 


rp l_ „ 

i nr 


Asp 








Al a 


Olll 


irp 






7 n n 


Arg 


\7a 1 
vdl 


1 nr 






•21 c 
J 1 0 


Leu 


Ala 
nld 


Pro 








Ala 
nld 


Thy 

i nr 


Lys 






O /] c 


Th y 
1 ill 


JCl 


A rrv 

H.1 y 






JDU 


Ser 


Pro 


Pro 






■5-7 c 


lie 


i nr 


lie 






■3 0 n 
0 y u 


fin 

bin 


\7a 1 
vdl 


Asp 






/inc. 

4 U 0 


1 nr 


lie 


Lys 






/ion 
4 ^ U 


Pro 


biy 


rp 1_ „ 

1 nr 






/IOC 


Al a 

Hia 


Arg 


Ser 






4 OU 


AT a 
nld 


Pro 


Ser 






yi c c 
4 0 J 


Leu 


va i 


Ser 






/I O A 

4 oU 


lie 


Lys 


Tyr 






4 95 


Arg 


Pro 


Arg 






510 


Pro 


Gly 


Thr 






525 


Gin 


Lys 


Ser 






540 



# • 



<210> 12 
<211> 574 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CH-296 
<400> 12 



Pro 


Thr 


Asp 


Leu 


Arg 


Phe 


Thr 


Asn 


He 


Gly 


Pro Asp 


Thr 




1 








5 










10 








1 S 


Val 


Thr 


Trp 


Ala 


Pro 


Pro 


Pro 


Ser 


He 


Asp 
25 


Leu 


Thr 


Asn 


Phe Leu 


Val 


Arg 


Tyr 


Ser 


Pro 


Val 


Lys 


Asn 


Glu 


Glu Asp Val 


Ala 


Glu Leu 




















40 








4 O 


Ser 


He 


Ser 


Pro 


Ser 


Asp 


Asn 


Ala 


Val 


Val 
55 


Leu 


rn U v 

i nr 


Asn 


Leu Leu 
fin 


Pro 


Gly 


Thr 


Glu 


Tyr 


Val 


Val 


Ser 


Val 


Ser 
70 


Ser 


vai 


Tyr 


Glu Gin 

/ D 


His 


Glu 


Ser 


Thr 


Pro 

r n 
o u 


Leu 


Arg 


Gly 


Arg 


Gin 
85 


Lys 


l nr 


Gly 


Leu Asp 
on 


Ser 


Pro 


Thr 


Gly 


He 


Asp 


Phe 


Ser 


Asp 


He 
100 


Thr 


Ala 


Asn 


Ser Phe 

IUj 


Thr 


Val 


His 


Trp 


He 

i i n 
1 1 u 


Ala 


Pro 


Arg 


Ala 


Thr 
115 


He 


Thr 


Gly 


Tyr Arg 

i on 
Iz U 


-L -L C 


7\ Y*n 


nis 


nis 


D y- r>, 

riO 


Pin 


MIS 


rrne 


oe r 


Gly Arg 


Pro 


Arg 


tjlU ASp 




















130 










Arg 


Val 


Pro 


His 


Ser 

i a n 
1 4 U 


Arg 


Asn 


Ser 


He 


Thr 
145 


Leu 


Thr 


Asn 


Leu Thr 
1 dU 


Pro 


Gly 


Thr 


Glu 


Tyr 

1 EC 
1 J J 


Val 


Val 


Ser 


He 


Val 
160 


Ala 


Leu 


Asn 


Gly Arg 

ice: 

loo 


Glu 


Glu 


Ser 


Pro 


Leu 
1 / U 


Leu 


He 


Gly 


Gin 


Gin 
175 


Ser 


Thr 


Val 


Ser Asp 

1 O A 

loU 


Val 


Pro 


Arg 


Asp 


Leu 

IOC 

loo 


Glu 


Val 


Val 


Ala 


Ala 
190 


Thr 


Pro 


Thr 


Ser Leu 

1 A C 

195 


Leu 


He 


Ser 


Trp 


Asp 

o a a 

200 


Ala 


Pro 


Ala 


Val 


Thr 
205 


Val 


Arg 


Tyr 


Tyr Arg 
210 


He 


Thr 


Tyr 


Gly 


Glu 
215 


Thr 


Gly 


Gly 


Asn 


Ser 
220 


Pro 


Val 


Gin 


Glu Phe 
225 


Th r 


Vdl 


irLO 


n w 
biy 


Ocl 

230 


Lys 


Ser 


i nr 


Ala 


Thr 
235 


He 


Ser 




Leu Lys 
240 


Pro 


Gly 


Val 


Asp 


Tyr 


Thr 


He 


Thr 


Val 


Tyr Ala Val 


Thr 


Gly Arg 










245 










250 








. 255 


Gly 


Asp 


Ser 


Pro 


Ala 
260 


Ser 


Ser 


Lys 


Pro 


He 
265 


Ser 


He 


Asn 


Tyr Arg 
270 


Thr 


Glu 


He 


Asp 


Lys 
275 


Pro 


Ser 


Met 


Ala 


He 
280 


Pro 


Ala 


Pro 


Thr Asp 
285 


Leu 


Lys 


Phe 


Thr 


Gin 
290 


Val 


Thr 


Pro 


Thr 


Ser 
295 


Leu 


Ser 


Ala 


Gin Trp 
300 


Thr 


Pro 


Pro 


Asn 


Val 
305 


Gin 


Leu 


Thr 


Gly 


Tyr 
310 


Arg 


Val 


Arg 


Val Thr 
315 


Pro 


Lys 


Glu 


Lys 


Thr 
320 


Gly 


Pro 


Met 


Lys 


Glu 
325 


He 


Asn 


Leu 


Ala Pro 
330 


Asp 


Ser 


Ser 


Ser 


Val 
335 


Val 


Val 


Ser 


Gly 


Leu 
340 


Met 


Val 


Ala 


Thr Lys 
345 


Tyr 


Glu 


Val 


Ser 


Val 


Tyr 


Ala 


Leu 


Lys 


Asp 


Thr 


Leu 


Thr 


Ser Arg 







350 










355 










360 


Pro Ala Gin 


Gly Val 


Val 


Thr 


Thr 


Leu 


Glu 


Asn 


Val 


Ser 


Pro 


Pro 






365 










370 










375 


Arg Arg Ala Arg 


Val 


Thr 


Asp 


Ala 


Thr 


Glu 


Thr 


Thr 


He 


Thr 


He 






380 










■J O w> 












Ser Tro Ara 


Thr 


Lys 


Thr 


Glu 


Thr 


He 


Thr 


Gly 


Phe 


Gin 


Val 


Asp 






395 










4 00 










1 VJ J 


Ala Val Pro 


Ala 


Asn 


vji y 


Gin 


Thr 


Pro 


Hp 

11C 


Gin 


Arg 


Th r 


T 1 p 
lie 


T .V Q 

iiy 0 






410 










4 1 S 

T 1 -J 












Pro Asp Val 


Arg 


Ser 


Tvr 
i yr 


Thr 

1111 


T 1 p 
lie 


Th r 
i in 


uiy 


T .01 i 
iicu 


f41 n 

0111 


Pr n 


uiy 


Th r 
1111 






425 










*i j \j 










4 ^ S 

T J J 


Asp Tyr Lys 


He 


Tvr 


Leu 


Tvr 
j 


Thr 


Leu 


Asn 


Asp 


Asn 


Ala 


Arg 


Ser 






440 










4 4 S. 

*4 *i *J 










4 so 


Ser Pro Val 


Val 


He 


Asp 


Ala 


Ser 


Thr 


Ala 


He 


Asp 


Ala 


Pro 


Ser 






455 










*i \J \J 










4 fis 

*i O J 


Asn Leu Arg 


Phe 


Leu 


Ala 


Thr 


Thr 


Pro 


Asn 


^p r 
oc 1 




i>e li 


vdl 


oe 1 






470 










475 










4 fiO 


Trp Gin Pro 


Pro 


Ara 


Ala 


Arg 


He 


Thr 


Gly 


Tvr 
1 yi 


Tie 
lie 


Hp 
11c 


T. V Q 

uy 0 


Tvr 
1 yr 






485 










490 










4 QS 

1 .7 *J 


Glu Lys Pro Gly 


Ser 


Pro 


Pro 


Arg 


Glu 


Val 


Val 


Pro 


Arg 


Pro 


Arg 






500 










505 










si n 

J 1 u 


Pro Gly Val 


Thr 


Glu 


Ala 


Thr 


Tip 

11C 


Thr Gly 


T.pi 1 


Ol U 


pro 
ri u 


ft! v 
oiy 


Th r 
ini 






515 










520 










R? R 


Glu Tyr Thr 


He 


Tyr 


Val 


He 


Ala 


Leu 


Lys 


Asn 


Asn 


Gin 


Lys 


Ser 






S.30 

«J J \J 










535 










D 4i U 


Glu Pro Leu 


He 


Gly 


Arg 


Lys 


Lys 


Thr 


Asp 


Glu 


Leu 


Pro 


Gin 


Leu 






545 










550 










J J J 


Val Thr Leu 


Pro 


His 


tlU 


Asn 


Leu 


His 


Gly 


riO 


bill 


JL J. e 


Leu 


Asp 






560 










565 










D / u 


Val Pro Ser 


Thr 
























<210> 13 


























<211> 302 


























<212> PRT 


























<213> Artificial Sequence 


















<220> 


























<223> fibronectin fragment named C-CS1 












<400> 13 


























Pro Thr Asp 


Leu 


Arg 


Phe 


Thr 


Asn 


He 


Gly 






1 ill 


l v le T_ 


Arg 


1 




5 










10 










1 R 


Val Thr Trp 


Ala 


Pro 


Pro 


Pro 


Ser 


He 


Asp 


Leu 


1 ill 


Asn 


Pho 
it lie 


Leu 






20 










25 










•3 U 


Val Arg Tyr 


Ser 


Pro 


Val 


Lys 


Asn 


Glu 


Glu 




val 


nld 


blU 


Leu 






35 










40 












Ser He Ser 


Pro 


Ser 


Asp 


Asn 


Ala 


Val 


Val 


Leu 


1 nr 


Asn 


Leu 


Leu 






50 










55 










0 u 


Pro Gly Thr 


Glu 


Tyr 


Val 


Val 


Ser 


Val 


Ser 


Q r* 
oer 


vdl 


1 yr 


Pin 


Pin 

bin 






65 










70 










/ b 


His Glu Ser 


Thr 


Pro 


Leu 


Arg 


Gly 


Arg 


Gin 


Lys 


Thr 


Gly 


Leu 


Asp 






80 










85 










90 


Ser Pro Thr 


Gly 


He 


Asp 


Phe 


Ser 


Asp 


He 


Thr 


Ala 


Asn 


Ser 


Phe 






95 










100 










105 


Thr Val His 


Trp 


He 


Ala 


Pro 


Arg 


Ala 


Thr 


He 


Thr 


Gly 


Tyr 


Arg 






110 










115 










120 



lie Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 

125 130 ~ 135 

Arg Val Pro His Ser Arg Asn Ser lie Thr Leu Thr Asn Leu Thr 

140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser He Val Ala Leu Asn Gly Arg 

155 160 ' 165 

Glu Glu Ser Pro Leu Leu He Gly Gin Gin Ser Thr Val Ser Asp 

170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 

185 190 195 

Leu He Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 

200 205 " 210 

He Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr He Ser Gly Leu Lys 

230 235 ~ 240 

Pro Gly Val Asp Tyr Thr He Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro He Ser He Asn Tyr Arg 

260 265 J 270 

Thr Glu He Asp Lys Pro Ser Asp Glu Leu Pro Gin Leu Val Thr 

275 280 285 

Leu Pro His Pro Asn Leu His Gly Pro Glu He Leu Asp Val Pro 

290 295 300 

Ser Thr 



<210> 14 
<211> 367 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CHV-89 
<400> 14 

Pro Thr Asp Leu Arg Phe Thr Asn He Gly Pro Asp Thr Met Arg 
15 10 15 

Val Thr Trp Ala Pro Pro Pro Ser He Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser He Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Ser Pro Thr Gly He Asp Phe Ser Asp He Thr Ala Asn Ser Phe 

95 100 105 

Thr Val His Trp He Ala Pro Arg Ala Thr He Thr Gly Tyr Arg 
110 115 ^ 120 

He Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 
125 130 135 

Arg Val Pro His Ser Arg Asn Ser He Thr Leu Thr Asn Leu Thr 
140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser He Val Ala Leu Asn Gly Arg 












155 










160 










165 


Glu 


Glu 


Ser 


Pro 


Leu 


Leu 


He 


Gly Gin 


Gin 


Ser 


Thr 


Val 


Ser 


Asp 










170 










175 










180 


Val 


Pro Arg Asp 


Leu 


Glu 


Val 


Val 


Ala 


Ala 


Thr 


Pro 


Thr 


Ser 


Leu 










185 










190 










j. _/ .j 


Leu 


He 


Ser 


Trp 


Asp 


Ala 


Pro 


Ala 


Val 


Thr 


Val 


Arg 


Tvr 
j 


Tvr 


Arg 










200 










205 










210 


He 


Thr 


Tyr 


Gly Glu 


Thr 


Gly Gly Asn 


Ser 


Pro 


Val 


Gin 


Glu 


Phe 










215 










220 










225 


Thr 


Val 


Pro 


Gly 


Ser 


Lvs 


Ser 


Thr 


Ala 


Thr 


lie 


Ser 


Glv 


Leu 


Lys 










230 










235 










24 0 

C* *1 \J 


Pro 


Gly Val Asp 


Tvr 


Thr 


He 


Thr 


Val 


Tvr 
j 


Ala 


Val 


Thr 


Gly 


Arg 










245 










250 










<L- ~J ~J 


Gly 


Asp 


Ser 


Pro 


Ala 


Ser 


Ser 


Lys 


Pro 


He 


Ser 


He 


Asn 


Tvr 


Arg 










260 










265 












Thr 


Glu 


He 


Asp 


Lys 


Pro 


Ser 


Met 


Asn 


Val 


Ser 


Pro 


Pro 


Arg 


Arg 










275 










280 










c U J 


Ala 


Arg 


Val 


Thr 


Asp 


Ala 


Thr 


Glu 


Thr 


Thr 


He 


Thr 


He 


Ser 


Trn 
1 L ¥ 










290 










295 










300 
j \j \j 


Arg 


Thr 


Lys 


Thr 


Glu 


Thr 


He 


Thr 


Gly 


Phe 


Gin 


Val 


Asp 


Ala 


Val 










305 










310 










^1 s 
jx j 


Pro 


Ala 


Asn 


Gly 


Gin 


Thr 


Pro 


He 


Gin 


Arg 


Thr 


He 


Lys 


Pro 


Asp 










320 










325 










330 


Val 


Arg 


Ser 


Tyr 


Thr 


He 


Thr 


Gly 


Leu 


Gin 


Pro 


Gly 


Thr 


Asp 


Tyr 










335 










340 










345 


Lys 


He 


Tyr 


Leu 


Tyr 


Thr 


Leu Asn Asp 


Asn 


Ala 


Arg 


Ser 


Ser 


Pro 










350 










355 










360 


Val 


Val 


He 


Asp 


Ala 


Ser 


Thr 



















365 



<210> 15 
<211> 368 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CHV-90 
<400> 15 



Pro 


Thr 


Asp 


Leu 


Arg 


Phe 


Thr 


Asn 


He 


Gly 


Pro 


Asp 


Thr 


Met 


Arg 


1 








5 










10 










15 


Val 


Thr 


Trp 


Ala 


Pro 


Pro 


Pro 


Ser 


He 


Asp 


Leu 


Thr 


Asn 


Phe 


Leu 










20 










25 










30 


Val 


Arg 


Tyr 


Ser 


Pro 


Val 


Lys 


Asn 


Glu 


Glu 


Asp 


Val 


Ala 


Glu 


Leu 










35 










40 










45 


Ser 


He 


Ser 


Pro 


Ser 


Asp 


Asn 


Ala 


Val 


Val 


Leu 


Thr 


Asn 


Leu 


Leu 










50 










55 










60 


Pro 


Gly 


Thr 


Glu 


Tyr 


Val 


Val 


Ser 


Val 


Ser 


Ser 


Val 


Tyr 


Glu 


Gin 










65 










70 










75 


His 


Glu 


Ser 


Thr 


Pro 


Leu 


Arg 


Gly 


Arg 


Gin 


Lys 


Thr 


Gly 


Leu 


Asp 










80 










85 










90 


Ser 


Pro 


Thr 


Gly 


He 


Asp 


Phe 


Ser 


Asp 


He 


Thr 


Ala 


Asn 


Ser 


Phe 










95 










100 










105 


Thr 


Val 


His 


Trp 


He 


Ala 


Pro 


Arg 


Ala 


Thr 


He 


Thr 


Gly 


Tyr 


Arg 










110 










115 










120 


He 


Arg 


His 


His 


Pro 


Glu 


His 


Phe 


Ser 


Gly 


Arg 


Pro Arg 


Glu 


Asp 










1 9 S 
i ^ j 










1 *30 

1 O V 










1 ^s 
ijj 


Arg Val 


Pro 


His 


Ser 


Arg 




OCX. 


T 1 p 


Th r 
ini 


T.QII 

liCU 


Th r 

X XIX 


A Qn 
/io 1 1 


T .p 1 1 

XjC Li 


Thr 
i in 








± H \J 










1 4 S 

X 1 O 










1 SO 

X O \J 


Pro Gly Thr 


Glu 


Tvr 


Val 


Val 


Ser 


Hp 


Val 


Ala 




Asn 


Gly 


Arg 








1 SS 










1 60 










l fis 

ID J 


Glu Glu 


Ser 


Pro 


Leu 


Leu 


He 


Gly 


Gin 


Gin 
oin 


Car 
OCX 


Thr 

1 llX 


Va 1 
v a x 


^p r 

OCX 


Asp 


















1 7S 

X / »J 










1 80 

lOU 


Val Pro 


Arg 


Asp 


Leu 


Glu 


Val 


Val 


Al a 

n x a 


Ala 

rii a 


Thr 

X 1 1 X 


Pro 

11U 


Th r 

X 111 


9 p r 

OCX 


T.pn 

XJC u 








IRS 










1 Q0 
x y \j 










1 QS 


Leu lie 


Ser 


Trn 


Asp 


Ala 


Pro 


Ala 


Va 1 


Thr 
mi 


Va 1 
v a x 


A r rr 
n i y 


Tvr 
x yi 


Tvr 
x yx 


A r rr 
ni y 








900 










90S 










910 
Z 1 vj 


He Thr 


Tyr 


G1 v 
ui y 


f41 11 


X 111. 


Gly Gly 


noil 


Ocl 


XT X vj 


Va 1 
Val 


VJl 1 1 


HI ii 

ulU 


Php 

XT XXc 








01 c. 
Z, 1 J 










9 90 
z z u 










9 9 S 
Z Z 3 


Thr Val 


Pro 


oxy 




±jy o 


Qpr 
JCi. 


j. ii x 


Ala 
rll d 


Th r 

1 III 


T1p 
lie 


OCX 


biy 


XjCU 


Lys 








9^0 










9?S 
Z O □ 










9 4 0 
z fi u 


Pro Gly Val 




T \7 T 

i yr 


Th r 

X XIX 


He 


Thr 


Va 1 
Val 


T \/ v 

iyr 


Ala 


Va 1 
Val 


Th v 


oly 


A y~ fx 

niy 








9 4 S 










9 SO 
£. o \J 










9 SS 


Gly Asp 


Ser 


Pro 


Ala 


Ser 


Ser 


Lys 


P r n 


Tl p 

X 1 c 


^p r 

OCX 


T 1 p 

X 1 c 


A ^ n 


Tvr 


A r rr 
m y 








9 GO 










9 S 










97 0 
z / u 


Thr Glu 


He 




T. V Q 

j-j y 


C X VJ 


Ser 


Met 


A 1 a 


T1p 
x i c 




A 1 a 
nld 


P rn 
Xr IU 


ocl 


A c r\ 
IX 








9 7 S 










9R 0 
z o U 










9 fi S 
ZOO 


Leu Arg 


Phe 


Leu 


Ala 

JL d 


Th r 


Thr 


Pro 


Asn 


Ser 


Leu 


Leu 


Va 1 
Vdl 


dor* 
OCX 


irp 








9 Q0 










295 










■son 


Gin Pro 


Pro 


A y rr 
nl y 


Ala 
rlX d 


7\ y- rt 
r\L y 


He 


Thr 


Gly 


Tyr 


T1p 


Tip 

lie 


Lys 


T \7 V 

iyr 


<olU 








"30 S 










310 










^1 S 
J 1 0 


Lys Pro 


Gly 


Ser 


Pro 


Pro 


Arg 


Glu 


Val 


Val 


Pro 


A r rr 
nl y 


Pro 


A r rr 
m y 


Pro 
r i u 








320 










325 










330 


Gly Val 


Thr 


Glu 


Ala 


Thr 


He 


Thr 


Gly Leu 


Glu 


Pro 


Gly 


Thr 


Glu 








335 










340 










345 


Tyr Thr 


He 


Tyr 


Val 


He 


Ala 


Leu 


Lys 


Asn 


Asn 


Gin 


Lys 


Ser 


Glu 








350 










355 










360 


Pro Leu 


He 


Gly Arg 


Lys 


Lys 


Thr 

















365 



<210> 16 
<211> 370 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CHV-92 
<400> 16 



Pro 


Thr Asp 


Leu 


Arg 


Phe 


Thr 


Asn 


He 


Gly 


Pro 


Asp 


Thr 


Met 


Arg 


1 






5 










10 










15 


Val 


Thr Trp 


Ala 


Pro 


Pro 


Pro 


Ser 


He 


Asp 


Leu 


Thr 


Asn 


Phe 


Leu 








20 










25 










30 


Val 


Arg Tyr 


Ser 


Pro 


Val 


Lys 


Asn 


Glu 


Glu 


Asp 


Val 


Ala 


Glu 


Leu 








35 










40 










45 


Ser 


He Ser 


Pro 


Ser 


Asp 


Asn 


Ala 


Val 


Val 


Leu 


Thr 


Asn 


Leu 


Leu 








50 










55 










60 


Pro 


Gly Thr 


Glu 


Tyr 


Val 


Val 


Ser 


Val 


Ser 


Ser 


Val 


Tyr 


Glu 


Gin 








65 










70 










75 


His 


Glu Ser 


Thr 


Pro 


Leu 


Arg 


Gly 


Arg 


Gin 


Lys 


Thr 


Gly 


Leu 


Asp 








80 










85 










90 


Ser 


Pro Thr 


Gly 


He 


Asp 


Phe 


Ser 


Asp 


He 


Thr 


Ala 


Asn 


Ser 


Phe 












95 










100 








1 n 5 

1 U J 


Thr 


Val 


His 


Trn 


He 


Ala 


Pro 


Arg 


Ala 


Thr 


He 


Thr 


Gly 


Tyr Arg 










110 










115 








1 90 


lie 


Arg 


His 


His 


Pro 


Glu 


His 


Phe 


Ser 


Gly 


Arg 


Pro 


Arg 


uiu nop 










1 9 5 

1 <L -J 










1 ~> \J 








ijj 


Arg 


Val 


Pro 


His 


Ser 


Arg 


n o ii 


Qpr 
uCI 


He 


Thr 


JjC Li 


Thr 


A «;n 


T.aii Thr* 

be U. 1 HI 










14 0 










145 

-L *1 *J 








1 SO 

1 JU 


Pro 


Gly Thr 


Glu 


Tvr 


Val 


Val 


Ser 


He 


Val 


Ala 


Leu 


Asn 


Glv Arn 










1 55 
i j j 










1 60 








1 65 

1 U «J 


Glu 


Glu 


Ser 


Pro 


Leu 


T.o n 


He 


Gly 


Gin 




OC1 


Th r 
i in 


Val 


Q ^ y A o t*i 

oci no jj 










170 










175 








lOV 


Val 


Pro Arg 


Asp 


Leu 


Glu 


Val 


Val 


Ala 


Ala 


Thr 


Pro 


Thr 


O C- -L UCU 










185 










1 Z/ \J 








1 Q 5 

1 -7 «J 


Leu 


He 


Ser 


Trp 


Asp 


Ala 


Pro 


Ala 


Val 


Thr 


Val 


Arg 


Tvr 


Tyr Arg 










200 










905 

\J *J 








91 0 

6lU 


He 


Thr 


Tyr 


Gly Glu 


Thr 


Gly Gly 


Asn 


Ser 


Pro 


Val 


Gin 


Clin Php 

ulU C 1 1 C 










215 










290 

£m C. \J 








£ ^. -j 


Thr 


Val 


Pro 


Gly Ser 




Ser 


Thr 


AT a 

-t\-L CL 


Th r 


lie 


Oct 


uiy 


lie u Lys 










230 










9^S 
^. j j 








Z 4 U 


Pro 


Gly Val 


Asp 


Tyr 


Th r 
i n i 


He 


Thr 


"1 

v a 1 


Twr 

lyr 


rll d 


val 


Th r 

111! 


PI \ / 7\ y*rr 

oxy niy 










245 










P 50 








9 5 5 


Gly Asp 


Ser 


Pro 


Ala 


Ser 


Ser 


Lys 


Pro 


He 


Ser 


He 


As n 


T v t A r* n 
lyi ni y 










260 










265 








97 0 


Thr 


Glu 


He 


Asp 


Lys 


Pro 


Ser 


Met 


Ala 


He 


Pro 


Ala 


Prn 












275 










280 








9 ft 5 
zoo 


Leu 


Lys 


Phe 


Thr 


Gin 


v a i 


Thr 


Pro 


Thr 


Ser 


Leu 


Ser 


A 1 ^ 


bill lip 










290 










295 








^0 0 


Thr 


Pro 


Pro 


Asn 


Val 




Leu 


Thr 


Gly Tyr 


Arg Val 


rll y 


1 Thr 
val l ill 










305 










310 










Pro 


Lys 


Glu 


Lys 


Thr 


<j± y 


Pro 


Met 


Lys 


Glu 


He 


Asn 


Leu 


Ala Pro 










320 










325 










Asp 


Ser 


Ser 


Ser 


Val 


Val 


Val 


Ser 


Gly 


Leu 


Met 


Val 


Ala 


Thr Lys 










335 










340 








345 


Tyr 


Glu 


Val 


Ser 


Val 


Tyr 


Ala 


Leu 


Lys 


Asp 


Thr 


Leu 


Thr 


Ser Arg 










350 










355 








360 


Pro 


Ala 


Gin 


Gly Val 


Val 


Thr 


Thr 


Leu 


Glu 


















365 










370 











<210> 17 
<211> 457 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CHV-179 
<400> 17 



Pro 


Thr 


Asp 


Leu 


Arg 


Phe 


Thr 


Asn 


He 


Gly 


Pro Asp 


Thr 


Met 


Arg 


1 








5 










10 










15 


Val 


Thr 


Trp 


Ala 


Pro 


Pro 


Pro 


Ser 


He 


Asp 


Leu 


Thr 


Asn 


Phe 


Leu 










20 










25 










30 


Val 


Arg 


Tyr 


Ser 


Pro 


Val 


Lys 


Asn 


Glu 


Glu 


Asp 


Val 


Ala 


Glu 


Leu 










35 










40 










45 


Ser 


He 


Ser 


Pro 


Ser 


Asp Asn 


Ala 


Val 


Val 


Leu 


Thr 


Asn 


Leu 


Leu 










50 










55 










60 


Pro 


Gly Thr 


Glu 


Tyr 


Val 


Val 


Ser 


Val 


Ser 


Ser 


Val 


Tyr 


Glu 


Gin 











65 








70 










75 


His 


Glu 


Ser 


Thr 


Pro 


Leu 


Arg 


Gly Arg 


Gin 


Lys 


Thr 


Gly 


Leu 


Asp 










80 








85 










90 


Ser 


Pro 


Thr 


Glv 


He 


Asp 


Phe 


Qpr Aqn 


He 


Thr 


Ala 


Asn 


Ser 


Phe 










95 








100 










105 


Thr 


Val 


His 


Tro 


He 


Ala 


Pro 


Ara Ala 


Thr 


He 


Thr 


Gly 


Tvr 
j 


Arg 










110 








115 










120 


He 


Arg 


His 


His 


Pro 


Glu 


His 


Phe Ser 


Gly 


Arg 


Pro 


Arg 


Glu 


Asp 










125 








130 










1 35 
j. j j 


Arg Val 


Pro 


His 


Ser 


Arg 


Asn 


Ser He 


Thr 


Leu 


Thr 


Asn 


XJC Li 


Thr 










140 








14 S 

x *a o 










i rd 

X o u 


Pro 


Gly Thr 


Glu 


Tyr 


Val 


Val 


Ser He 


Val 


Ala 


Leu 


Asn 


Gly 


Arg 










155 








160 










1 6R 

X U «J 


Glu 


Glu 


Ser 


Pro 


Leu 


Leu 


He 


Glv Gin 


Gin 


Ser 


Thr 


Val 


Qpr 

OCX 












170 








l 7 r 

x / o 










1 on 

lOU 


Val 


Pro Arg 


Asp 


Leu 


Glu 


Val 


Val Ala 


Ala 


Thr 


Pro 


Thr 


Ser 


Leu 










185 








x y u 










1 QR 

X z? o 


Leu 


He 


Ser 


Trp Asp 


Ala 


Pro 


Ala Val 


Thr 


Val 


Arg 


Tvr 


Tvr 
± y x 


Arg 










200 








205 










210 


He 


Thr 


Tyr 


Gly Glu 


Thr 


Gly 


Glv A^n 


Ser 


Pro 


Val 


Gin 


Glu 


Phe 










215 








970 

c. \J 










9 ? R 


Thr 


Val 


Pro 


Gly 


Ser 


Lys 


Ser 


Thr Ala 


Thr 


He 


Ser 


Gly 


Leu 


Lys 










230 








23S 
-j 










^. 1 u 


Pro 


Gly Val 


Asp 


Tyr 


Thr 


He 


Thr Val 


i yi 


Al a 
t\ x a 


Va 1 

v d x 


Th r 

1 111 


(71 V 


A itt 
ni y 










245 








? RO 










9 R R 


Gly Asp 


Ser 


Pro 


Ala 


^p r 

O C -L 




xi y o l iu 


T 1 p 
x x c 


OCX 


Tip 
x x c 


no 11 


T \7T 

i yr 


i-ix y 










260 








?6R 












Thr 


Glu 


He 


Asp 


Lys 


Pr o 


Ser 


Met Asn 


Val 


Qpr 

OCX 


X X\J 


Pm 


ri x y 


Arg 










275 








280 










? ft R 


Ala Arg Val 


Thr Asp 


Ala 


Thr 


Glu Thr 


Thr 


He 


Thr 


He 


^p r 

OCX 


T rn 










290 








295 












Arg 


Thr 


Lys 


Thr 


Glu 


Thr 


He 


Thr Gly 


Phe 


Gin 


Val 


Asp 


Ala 


Val 










305 








310 










"31 R 


Pro 


Ala 


Asn 


Gly Gin 


Th r 




He Gin Arg 


Th r 

X XIX 


T 1 p 
lie 


Lys 


D y- /-> 


riop 










320 








325 










"} 

JJU 


Val 


Arg 


Ser 


Tyr 


Thr 


T 1 p 

X X c 


Th r 

1 ilx 


Gly Leu Gin 


Prn 


(71 w 

uiy 


1 Xlx 


nSp 


i yr 










335 








340 










o fi 3 


Lys 


He 


Tyr 


Leu 


Tyr 


Thr 




Asn Asp Asn 


Al 3 
ril d 


•rt-L y 


Car 
OCX 


Qp T* 
OCX 


n u 










350 








355 










jDU 


Val 


Val 


He 


Asp Ala 




Th r 
i nx 


Ala He 


Asp 


AT ^ 
IAX d 


rlU 


OCX 




Leu 










365 








370 












Arg 


Phe 


Leu 


Ala 


Thr 


Th r 
i ill. 


Pro 

IT X Vj 


Asn Ser 


Leu 


Lieu 


1 

vdl 


C o r~ 
OCX 


irp 


ox n 










380 








385 










0 -? U 


Pro 


Pro 


Arg 


Ala 


Arg 


T 1 p 

X X c 


Th r 

1 11X 


Gly Tyr 


He 


T1p 
X X c 


Lys 


iyr 


olU 


Lys 










395 








400 










z n ^ 

fi U 3 


Pro 


Gly 


Ser 


Pro 


Pro 


Arg 


Glu 


Val Val 


Pro 


Arg 


Pro 


A t* n 
x y 




ftl V 

0 x y 










410 








415 










420 


Val 


Thr 


Glu 


Ala 


Thr 


He 


Thr 


Gly Leu 


Glu 


Pro 


Gly 


Thr 


Glu 


Tyr 










425 








430 










435 


Thr 


He 


Tyr 


Val 


He 


Ala 


Leu 


Lys Asn 


Asn 


Gin 


Lys 


Ser 


Glu 


Pro 










440 








445 










450 


Leu 


He 


Gly 


Arg 


Lys 


Lys 


Thr 

















455 



<210> 18 
<211> 459 




<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CHV-181 
<400> 18 



Pro 


Thr 


Asp 


Leu 


Arg 


Phe 


Thr 


Asn 


lie 


Gly 


P rn 
r i u 


nop 


Th r 

X 11 X 


Mot - Z\ rn 
UcL niy 


1 








5 










10 








15 


Val 


Thr 


Tro 


Ala 


Pro 
20 


Pro 


Pro 


Ser 


lie 


Asp 
25 


xie u 


Thr 

X 111 


Asn 


Phe Leu 
30 


Val 


Arg 


T vr 


Ser 


Pro 
35 


Val 


Lys 


Asn 


Glu 


Glu 

ul U 

40 


A «?r> 

no jJ 


Va 1 
vdi 


Ala 


Glu Leu 
45 


Ser 


lie 


Ser 


Pro 


Ser 
50 




Asn 


Ala 

nia 


Va 1 

VOX 


vai 

55 


T .on 
lie u 


Thr 


Asn 


Leu Leu 
60 


Pro 


Gly 


Thr 


Glu 


i yx 
65 


Val 


Val 


Q o r 

OCl 


vdl 


Q r~ 
o e 1 

70 


Q o y* 

Ocl 


Vdl 


Tyr 


Glu Gin 
75 


His 


Glu 


Ser 


Thr 


Pro 

80 


Xi C Li 


A r n 
rt.x y 


PI \7 

uiy 


A y~ rr 
rtx y 


PI n 

85 


Lys 


Th v 
1 ill 


Gly 


Leu Asp 
90 


Ser 


Pro 


Thr 


PI V 


Hp 

X X t- 

95 


A c?T) 

no 


t lie 


O C 1 


A Q Ti 

riop 


lie 

100 


Th r 
1111 


Ala 
r\± d 


Asn 


Ser Phe 
105 


Thr 


Val 


His 


T rn 


lie 


Al a 
nid 


c 1 U 


rll y 


A 1 a 
rlX d 


Th r 
1 111 


T 1 o 
lie 


Th r* 

i nr 


Gly Tyr Arg 










110 










115 








120 


lie 


Arg 


Hi q 
n i o 


ni j 


Pro 

125 


Pin 
o x u 


Hi q 
n x o 


rile 


Oe 1 


PI w 

oiy 

1 JU 


A rrf 
ril g 


D y» /-x 

ir ro 


Arg 


Glu Asp 
135 


Arg 


V a. X 


Pro 


n i o 


C (2* y- 

o c x 

140 


A v rt 

.tt.1 y 


11 


Q o r* 


lie 


Th v 

i nr 
145 


Leu 


Th y- 

i nr 


Asn 


Leu Thr 
150 


Pro 


y 


Th r 
1 1 1 i 


\J x u 


i yr 
155 


Va 1 
V ci x 


Vdl 


Q ck r* 
Dei 


Tip 

lie 


Vdl 

160 


A 1 a 

ai a 


Leu 


Asn 


Gly Arg 
165 






OCJ. 


P TC\ 


Leu 
170 


Leu 


Tip 

lie 


PI \r 


bin 


Pin 

bin 
175 


C d v» 

oer 


Th r* 

i nr 


Val 


Ser Asp 
180 


val 


•T _L (J 


A y~ rj 

r\±. y 


A on 
ribp 


Leu 
185 


Pin 
olU 


Vdl 


vai 


A 1 -> 
Hid 


Aid 

190 


Thr- 

l nr 


Pro 


Thr 


Ser Leu 
195 


Leu 


Tic, 

i ie 


Ocl 


irp 


Asp 
200 


Hid 


Pro 


Ala 


vai 


rp 1_ v- 

1 nr 
205 


vai 


Arg 


Tyr 


Tyr Arg 
210 


1 le 


Th r 
1 ILL 


iyr 


^> j. y 


Pin 

215 


Th v 

i nr 




biy 


Asn 


Ser 
220 


Pro 


vai 


Gin 


Glu Phe 
225 


Th r 
1 Ilx 


vdl 


Pro 


L>iy 


Ser 


Lys 


Ser 


rp i_ „ 

i nr 


Ala 


l nr 


T 1 - 

lie 


ber 


Gly Leu Lys 










230 










235 








240 


rro 




vai 


Asp 


Tyr 
245 


i nr 


lie 


i nr 


val 


Tyr 
250 


Ala 


Val 


Thr 


Gly Arg 
255 




Asp 


oer 


Pro 


Aia 
260 


Ser 


oer 


Lys 


Pro 


lie 
265 


Ser 


He 


Asn 


Tyr Arg 
270 


Th y 


PI n 
<olU 


lie 


Asp 


Lys 
275 


Pro 


Ser 


Met 


Ala 


lie 
280 


Pro 


Ala 


Pro 


Thr Asp 
285 


Leu 


Lys 


Phe 


Thr 


Gin 
290 


Val 


Thr 


Pro 


Thr 


Ser 
295 


Leu 


Ser 


Ala 


Gin Trp 
300 


Thr 


Pro 


Pro 


Asn 


Val 
305 


Gin 


Leu 


Thr 


Gly 


Tyr 
310 


Arg 


Val 


Arg 


Val Thr 
315 


Pro 


Lys 


Glu 


Lys 


Thr 
320 


Gly 


Pro 


Met 


Lys 


Glu 
325 


He 


Asn 


Leu 


Ala Pro 
330 


Asp 


Ser 


Ser 


Ser 


Val 
335 


Val 


Val 


Ser 


Gly 


Leu 
340 


Met 


Val 


Ala 


Thr Lys 
345 


Tyr 


Glu 


Val 


Ser 


Val 
350 


Tyr 


Ala 


Leu 


Lys 


Asp 
355 


Thr 


Leu 


Thr 


Ser Arg 
360 


Pro 


Ala 


Gin 


Gly 


Val 
365 


Val 


Thr 


Thr 


Leu 


Glu 
370 


Asn 


Val 


Ser 


Pro Pro 
375 



Arg Arg 


Ala 


Arcr 


Val 








380 


Ser Trp 


Arg 


Thr 


Lvs 








395 


Ala Val 


Pro 


Ala 


Asn 








4 1 n 

*4 J. VJ 


Pro Asp 


Val 


Arg 


Ser 








425 


Asp Tyr 


Lys 


lie 


Tyr 








440 


Ser Pro 


Val 


Val 


He 








455 



Thr 


Asp Ala 


Thr 


Glu 










385 


Thr 


Glu 


Thr 


He 


Thr 










400 


Gly 


Gin 


Thr 


Pro 


He 










415 


Tyr 


Thr 


He 


Thr 


Gly 










430 


Leu 


Tyr 


Thr 


Leu 


Asn 










445 


Asp 


Ala 


Ser 


Thr 






Thr 


Thr 


He Thr 


He 








390 


Gly 


Phe 


Gin Val 


Asp 








405 


Gin 


Arg 


Thr He 


Lys 








420 


Leu 


Gin 


Pro Gly Thr 








435 


Asp 


Asn Ala Arg 


Ser 








450 



<210> 19 
<211> 276 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named H-275-Cys 
<400> 19 





s\±ci 




Ser 


TV 1 
Hid 


T 1 « 

lie 


Pro 


Aia 


Pro 


i nr 


Asp 


Leu 


Lys 


Phe 


Thr 


1 
J. 








D 










1 u 










15 




v a x 


i nr 


Pro 


i nr 


Ser 


Leu 


Ser 


Ala 


bin 


Trp 


Thr 


Pro 


Pro 


Asn 










z u 










ZD 










30 


vai 


bin 


T ^ , i 

Leu 


l nr 


Gly 


Tyr 


Arg 


Val 


Arg 


IT- 1 

Val 


Thr 


Pro 


Lys 


Glu 


Lys 










35 










40 










45 


Thr 


Gly 


Pro 


Met 


Lys 


Glu 


He 


Asn 


Leu 


Ala 


Pro 


Asp 


Ser 


Ser 


Ser 










50 










55 










60 


Val 


Val 


Val 


Ser 


Gly 


Leu 


Met 


Val 


Ala 


Thr 


Lys 


Tyr 


Glu 


Val 


Ser 










65 










70 










75 


Val 


Tyr 


Ala 


Leu 


Lys 


Asp 


Thr 


Leu 


Thr 


Ser 


Arg 


Pro 


Ala 


Gin 


Gly 










80 










85 










90 


Val 


Val 


Thr 


Thr 


Leu 


Glu 


Asn 


Val 


Ser 


Pro 


Pro 


Arg Arg Ala Arg 










95 










100 










105 


Val 


Thr 


Asp 


Ala 


Thr 


Glu 


Thr 


Thr 


lie 


Thr 


He 


Ser 


Trp Arg 


Thr 










110 










115 










120 


Lys 


Thr 


Glu 


Thr 


He 


Thr 


Gly 


Phe 


Gin 


Val 


Asp 


Ala 


Val 


Pro 


Ala 










125 










130 










135 


Asn 


Gly 


Gin 


Thr 


Pro 


He 


Gin 


Arg 


Thr 


He 


Lys 


Pro Asp 


Val 


Arg 










140 










145 










150 


Ser 


Tyr 


Thr 


He 


Thr 


Gly 


Leu 


Gin 


Pro 


Gly 


Thr 


Asp 


Tyr 


Lys 


lie 










155 










160 










165 


Tyr 


Leu 


Tyr 


Thr 


Leu 


Asn 


Asp 


Asn 


Ala 


Arg 


Ser 


Ser 


Pro 


Val 


Val 










170 










175 










180 


He 


Asp 


Ala 


Ser 


Thr 


Ala 


lie 


Asp 


Ala 


Pro 


Ser 


Asn 


Leu Arg 


Phe 










185 










190 










195 


Leu 


Ala 


Thr 


Thr 


Pro 


Asn 


Ser 


Leu 


Leu 


Val 


Ser 


Trp 


Gin 


Pro 


Pro 










200 










205 










210 


Arg 


Ala 


Arg 


He 


Thr 


Gly 


Tyr 


He 


He 


Lys 


Tyr 


Glu 


Lys 


Pro 


Gly 










215 










220 










225 


Ser 


Pro 


Pro 


Arg 


Glu 


Val 


Val 


Pro 


Arg 


Pro 


Arg 


Pro 


Gly Val 


Thr 










230 










235 










240 


Glu 


Ala 


Thr 


lie 


Thr 


Gly 


Leu 


Glu 


Pro 


Gly 


Thr 


Glu 


Tyr 


Thr 


He 










245 










250 










255 




Tyr Val lie Ala Leu Lys Asn Asn Gin Lys Ser Glu Pro Leu lie 



Gly Arg Lys Lys Thr Cys 
275 



<210> 20 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic PCR primer 12S 
<400> 20 

aaaccatggc agctagcgct attcctgcac caactgac 38 

<210> 21 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic PCR primer 14A 
<400> 21 

aaaggatccc taactagtct ttttccttcc aatcag 36 

<210> 22 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic PCR primer Cys-A 
<400> 22 

aaaagcggcc gctagcgcaa gccatggtct gtttcctgtg 40 

<210> 23 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic PCR primer Cys-S 
<400> 23 

aaaagcggcc gcactagtgc atagggatcc ggctgagcaa c 41 



260 



265 



270 



<210> 24 
<211> 9 
<212> PRT 



<213> Artificial Sequence 
<220> 

<223> Designed peptide based on matrixprotein derived from influenza virus 
<400> 24 

Gly He Leu Gly Phe Val Phe Thr Leu 
1 5 




